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TPODIMOITENH NOZHMATA

TPO®IMOIENHZ NOZOZ: AcBévela Aotpwdouc 1 toélknc puonc nov odeiletal otnv
KatavaAwon Tpodpipwv A vepod.
>250 voonpoata €xouv eplypadel

Nopwéelc (infection)
AITIA : - Baktnpidia \ Toxico-infection
To&wwoelg (tpodikec SnAntnplaocelg) — [Intoxication]
- lot
- Napaotta
- Prions

- Xnuika (Bapea petaiAa, Bloktova ) To€lkwoEeLg
- Quokeg toéivec (duta ,HUKNTEC ,00TPOKOELDN)



OL pkpoopyaviopol oL ortoiot TPoKAAoOUV TG TPOPLKEG SNANTNPLACELC # OTtO
OLUTOUC TTOU TTPOKAAOUV TLC AAAOLWOELS TWV TPOLWV.

TPodLua tov PpEpouv mTaboyovouc HIKPOOPYAVIOHOUG £XOUV KOLVOVLKEG KoLl
EUXAPLOTECG OPYOVOANTITIKEG LOLATNTEG, O€ avtifeon Me ta aAAolwpéva TpOdLpa Ta
omoia gival pev Sucapeota w¢ IPoG TV yeUGON, TNV OCKA KAt TV 0Yn Toug Xweis
anopaitnta va eival emkivéuva yla tnv vyeia.

16/6/2017



(6Lappola, EUETOC, TTUPETOG KAl KOLALAKO AAYOG)

| MNaBoyévo |  MNepiobo¢ |  EInuelokor |,
g q q ALaPKELOL VOO LOITOG
aito ENWAONG cuUMTTWHOTA
Baktrpla
Campylobacter 2-5 nUEPEG Aldppola (ouxva apatnpn), KOWALOKEG KPAUTIEG, TIUPETOC, 2-10 nuépeg
jejuni EETOG.
E. coli (EHEC), 1-8 nuépeg YoBapn dldppola, cuxva oLaTnpr, KOWLOKO GAyog Kot 5-10 nuépeg
£€ueToc., HUS
E. coli (ETEC) 1-3 nuépeg Y6apng dtappola, KOALOKESG KPAUTIEG, EUETOG 3 - >7 nuEpEeG
Listeria 9-48 wpeg yLa Mupetog, puikol movol, vautia i Stappota. ITig eykUoUG: MowkiAeL
monocytogenes YOOTPEVIEPLIKA ATILOL YPLTWENG CUVS PO, TPOWPOG TOKETOC N amoBoAN
CUUMTWHOTA, TOU gUPBpUOU. Z€ NAKLWHUEVA I) OVOCOKATECTAAUEVA
2—6 gBdopadeg Atopa: ouxva Baktnplauio n pnviyyitida
yla SleloSutikn popodn
TOU VOOHHOTOG
ZTn yévvnon Kot Ta Bp€dn mou poAvvovtal ano tn UNTépa Kvduveluouv
Bpedikn va epdavicouv onatuia i pnviyyitda
nAwia
Salmonella spp. 1-3 nuépeg Aldppola, TTUPETOC, KOWALOKEG KPAUTIEG, EUETOC 4—7 nUEPEC
(un TOdo-Tapatudikn)
Salmonella Typhi 3 nuépec- 1 unva | Mupetocg, movokepahog, SuokolAlotnta, kataBoArn, piyog, 4-7 nUEpPES
Kat 1-10 nuépegylatov | puaAyia. H didppola eivat aocuvnBilotn, o €UeTOC eival
Paratyphi napatudoeldn ouvnOwg Uikpg Baputntag
Shigella spp. 24-48 wpeg KOIALOKEG KPAUTIEG, TTUPETOC, SLAppoLa, T KOTIpavVa 4-7 nUEpPES
UTOpEL va epLEYouV aipa Kot PAEvva
Vibrio cholerae 24-72 WpEg ABpoa udapng dlappola Kal EUETOG, oofapr aduddtwon 3—7 nUEPEC
Kal Bavatog eviog Alywv wpwv
Yersinia enterocolytica 24-48 wpeg JUPMTWUOTA TIou polalouv pe okwAnkKoewditida 1-3 eBoopadeg




I'Iaef)vévo I'Isp'ioéoq Enp.eit'x Ko ALGPKELQL VOOHATOC
aito ENWaoNG CUMITTW Ot
Toéivec
Bacillus cereus 10-16 wpeg Kot\takeg kpaprmeg, udapng 24-48 h
Sdldppola, vautia
Clostridium 12—-72 wpeg ‘Epetog, Sappota, Oaumnn opacn, | Motkidel (NUEPEG
botulinum SutAwrtia, Suodayia, HUTKNA E€WC MAVEQ)
aduvopia, avomveuoTIKA
QVETIAPKELA | Kol BAvaTog
Clostridium 3-30 nuépec | AnBapyog, aduvapia, UTIOCLTLOUOG, MotkiAeL
botulinum - SUOKOLALOTNTA, UTTOTOVLKOTNTA,
Bpwpn (<12 bTwYOC EAeyX0C TNG KEPAANC, PTWXO
unvwv) OVTAVOKAQOTLKO TOU BnAacpou Kal
dOPUYYLKO OVTOVAKAACTIKO
Clostridium 8—16 wpeC YSapnc dtdppota, vautia, KOWALOKEC 24—-48 wpeg
perfringens KPAUTIEG, OTTAVLOL TIUPETOC
Staphylococcus 1-6 wpeg Zadvikn evapén coBapnc vauvtiog 24—-48 wpeg
aureus KOlL EUETOU, KOLALOKEC KPOUTIEC




NaBoyovo Nepiodog Znueia ko Awapkela
aito ENWaong CUMITTW Ot VOO LOTOG
loi
Hepatitis A virus 15-50 nuEPEC Kakouyia, anmwAela 0peénc, vauTtia, MotkiAel
(28 nuépec kata Sldppola, xoAn ota olpa, KTeEPOC, 2 eBdopadec -

LECO OPO) yputwdng cuvbpoun 3 MAVEG

Norovirus 12-48 wpeg NauTtio, EUETOC, KOLALOKEC KPAUTIEC, 12-60 wpeg
Sldppola, TIUPETOC, LU aAyLa,
TLOVOKEDOAOC

Rotavirus 1-3 NUEPEC ‘Epetog, udapng dlappota, xapunAog 4—8 NUEPEG

TIUPETOG, TpoowpLvh) Sucavetia otn
Aaktoln




NaBoyovo Nepiodog Inueia ko Awdpkela
aito Enwaong CUMITTWHLOTOL VOGN LOLTOG
Mapaoita
Taenia solium 8-10 eBbdopadec JuvROWC OLOUUMTWHATLKE. ZImavia APKETEC
VEUPOKUOTIKEPKWON (kepalaAyia, emAnyia, | eBdopades Ewg
VOPOKEDAAO) KOl LUOKUOTLKEPKWON LNVEC
(Lvootitda, Pevdoduotpodia)
Taenia saginata 10-14 eBbopadec | TuvnBWC ACUUMTWHATIKA. ZTtdvia Stappola, APKETEC
SLaxuTta KOWLOKA GAYN, ULKPN oTwAELQ eBSopadec Ewg
Bapoug MAVEG
Cryptosporidium 2—-10 nUEPEC Awappola (ouvnBwc vdapnc), kpaumec oto | EBSopadec wg
parvum OTOMAXL, LLKPH TIUPETLKA Kivnon KOl LLI\VEG
Entamoeba 2-3 NUEPEC EwG  |Aldppola (ouxva aLpatnpn), TOVOC oTNV KATW APKETEC
histolytica 1-4 eBéopadeg KOLALOLKA Xwpa eBSopadeC Ewg
MAVEG
Giardia lamblia 1-2 eBfdopadeg Aldppola, KPAUTIEG OTO OTOMAXL Huépeg -
efdopadec
Toxoplasma gondii 5-23 nNUEPEC [EVIKA 00U UIMTWHATLKY VOooC, 20% urmopel va Mnvec
geudavicouv tpaxnAtkn Aepdadevonabela
Kat/n ypumwdn cuvdpoun
Trichinella spiralis 1-2 nuépeg Ta Noavutia, dtappola, ELETOC, KOTIWON, TTUPETOC, Mnveg

OPXLKA OU UITTWLOTAL.

— "N\ e

KolALlakn duodopia, Evw akoAouBoUV HUTKOC

o~ I Y




The Food Production Chain

Distribution
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Poultry production cycle at its glance

Distribution Rearing
n Rearing ;
’ The rearing process leads to a parent

flock (of hens and cocks)

u Laying

The parent flock lays fertile eggs

B Hatching

The eggs are incubated in a hatchery

Growing Feed Mills

Day old chicks are transferred to
chicken farms for fattening

El Feedmils
Feed mills supply feed for the rearing,
laying and growing process

n Slaughtering
l

Processmg
slicing and further processing
lead to iversified value added products

n Packaging and distribution
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Globalisation of Trade :
“The World on your Plate”

Chicken Kiev

Salted butter - Ireland
Garlic puree - China, USA, Spain
Garlicsalt - China, USA, Spain

Herb Butter: Lemo:. - USA
Parsley - France, UK
Pepper - Indonesia
Water - Ireland

Chicken Breast: Chicken - Ireland, Belgium
UK, France etc.

Batter: Flour - Belgium, France
Water - Ireland

Bread Crumb: Bread crumb - !reland, UK
Rape-seed oil - EU, Australia

Eastern Europe
Courtesy A, Railly, FSAI, reland
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*Tomikn emidnpio Néo—> dwdcmapty

* YymAog deiktng mpocsfoing * AlGoTopTN, EKTETAUEVN
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* AlEPEVVATOL TOTIKAL * AVGKOAN dlepevvnon (EKTETAUEVT
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«NEéa pkpopLa»

Avaduodpeva TTaboyova—-> H ouxvotnTa Twv KPOUCUATWY OTOV AvOpwITO
aucnonke Ta teAeutaia 30 xpovia rj avapEveTal va augnbei oto AuEco PHEAAOV

NEol Aoipoyovol rapayovTeg (1r.X. VTEC - yovidia Toivwv atrd ¢ayoug)

TpoTrog diaotopag = 1.X. Salmonella Enteritidis, péAuvon woBnkwv+
WAYWYWV TTOUAEPIKWV

Mikpoopyaviouoi avOeKTIKOI oTa avTIBIOTIKA (TT.X. METABETA OTOIXEIQ TTOU PEPOUV
yovidia avtoxng), .x. Salmonella Typhimurium DT104-ACSSuT,
Fluoroquinolone resistant Campylobacter

MikpoBia = {wovoool 2 TTpoc@arta BPEONKE N TTOPEIa TOUC HECW TPOPINWY -2
vEEC MEBODOI atToudvwaong, TUTTOTTOINONG TTaBoyOvVwY PIKPOBiwv

Mikpoopyaviopoi Trpooapuogpévol o€ TepIBaAlovta T1.X. {hpavong, aAatéTnTa,
XNMIKWV, 0CEWV Kal BACEWV =2 Xprjon w¢ pEBodol ouvTpnong TPOYiuwY)
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producing
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FDA

Record-High Antibiotic Sales for

Meat and Poultry Production

Antibiotic overuse is
breeding new, resistant
strains of bacteria that
infect people. But
industrial farms
haven’t gotten the
message.

3.9 times
sreater

Yet, in the same
period, only 7.7
million pounds of
antibiotics were sold
to treat sick people in
the United States.

ON THE RISE

millions of
pounds
sold

antibiotics sold to
treat sick people

= = <

We need more detailed information on how widely antibliotics are being used to
make animals grow faster and to compensate for overcrowded and unsanitary

conditions.



dite limage

Salmonella monophasic Typhimurium

Mutations create variation
in bacteria.

Some mutations are fatal.
Those that survive reproduce.

More mutations and
reproduction occur, some of
which make bacteria

resistant to an antibiotic. O Original Population

0%

Only those that resist the 0 ) QO ) 0 _)
antibiotic survive and O . .

reproduce (this is natural .. ' @

selection O
lection) 0@

Low O @ . . .High Final Population

Resistance Level
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EXPOSU RE Pecple can get sick with resistant infections from...
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‘A way forward would
be to acknowledge
that human health,
animal health, and

the environment are
all interlinked, and

that the responsibility
for dealing with
the problems of
resistance is shared
by all stakeholders.
Lancet Infectious Diseases
Commission [7].
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Figure: Presence of mcr-1 and colistin resistance in Escherichia coli of chicken origin during 1970-2014
Susceptibility testing of colistin was done by agar dilution and interpreted according to European Committee
on Antimicrobial Susceptibility Testing clinical breakpoints (version 6.0). Strains with a minimum inhibitory
concentrations =2 mg/L are reported as resistant E coli.
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APPROVED: 21 November 2016

doi: 10.2903/].efsa.2016.4634

The European Union summary report on trends and sources
of zoonoses, zoonotic agents and food-borne outbreaks
in 2015

European Food Safety Authority and
European Centre for Disease Prevention and Control

Abstract

This report of EFSA and the European Centre for Disease Prevention and Control presents the results
of the zoonoses monitoring activities carried out in 2015 in 32 European countries (28 Member States
(MS) and four non-MS). Campylobacteriosis was the most commonly reported zoonosis and the
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Total number of confirmed cases is indicated in parenthesis at the end each bar. Exception is made for West Nile fever where
total number of cases was used.

Figure 1: Reported numbers and notification rates of confirmed human zoonoses cases in the EU,
2015
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EU summary report on zoonoses, zoonotic agents and food-bome outbreaks 2015 e

Table 1: Reported hospitalisation and case fatality rates due to zoonoses in confirmed human cases in the EU, 2015

Number of

confirmed® Hospitalisation Deaths
Disease Human Status Number of Reported Proportion Outcome Number of Reported Case
cases available reporhng hospitalised hospitalised available repnrhng )
(%) cases (%) (%) Deaths 'atality
(%)
Campylobacteriosis 229,213 27.0 17 19,302 31.2 73.7 16 59 0.03
Salmonellosis 94,625 34.0 16 12,353 38.4 55.6 16 126 0.24
Yersiniosis 7,202 23.9 14 530 30.9 59.8 14 0 0.0
STEC infections 5,901 39.4 14 853 36.3 56.2 15 8 0.24
Listeriosis 2,206 44.9 18 964 97.4 69.1 20 270 17.7
Tularaemia 1,079 14.9 9 89 55.6 15.6 10 0 0.0
Echinococcosis 872 20.5 13 107 59.8 23.5 13 1 0.49
Q fever 833 NA© NA NA NA 47.7 12 3 0.36
Brucellosis 437 42.8 8 130 69.5 31.1 8 1 0.74
Trichinellosis 156 72.5 7 30 34.5 75.0 8 0 0.0
West Nile fever® 127 51.2 7 54 83.1 51.2 5 2 1.57
Rabies 0 NAL©) NA NA NA 0.0 0 0 0.0
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Unknown

Salmonella

Bacterial toxins other than C. botulinum toxins
Campylobacter

Calicivirus including norovirus (Norwalk-like virus)
Other causative agents

Viruses other than calicivirus and hepatiis A
Shiga-toxin producing E. coll (STEC)

Other bacterial agents

Parasites other than Cryptosporidium and Trichinella
C. botulinum toxins

Trichinella

» Weak-evidence outbreaks

Listeria
Hepatttis A
Yersinia
Cryptosporidium
Vibrio

Brucella

e
-
-

1 L) '

¢ ) J% o %0 )50 900 1'050 "«’oo 'I«?;o 1'300
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TauTtotroinon (=identification) # TUTTOTTOINON (=typing)

\

Katatagn o€ €idog

KATW aT1TO TO £TTITTEQO €iDOG/UTTOEIDOC

daivoTuTTIKr A/Kal YOVOTUTTIKI) avaAucn BaKTNEIaKWY
KOAAIEPYNUATWY JE OKOTTO TNV TTAPAYWYH ATTOTUTTWMOTOG
(fingerprint) €181k6 yia KGOe oTEAEXOG ) KAWVO

(Ta&vopkny) padpioa,

Hapaoerypa

Owoyévela Enterobacteriaceae

["évog Salmonella

Eidog Salmonella enterica

Ynogidoc Salmonella enterica enterica
Tomog 4,5:1:1,2 (opotvmog Typhimurium)

PT104 (Avoitvmog)

STYXB0120 (PFGE profile)

Ytéleyoc (strain)

Emdnuia

KoaAlépynua (isolate)

AcBevng emonpuiog




2TEANEXOG (=strain): éva kKaAAIEpynua (=isolate) ) pia opada KaAAIEpYNUATWY
TTOU PTTOPEI va dIaXwPIOTEN aTTO AAAA KOAAIEPYAUATA TOU idIOU YEVOUG Kal €idoUg
ATTO PAIVOTUTTIKA KAl YOVOTUTTIKA XOPOAKTNPIOTIKA.

TauTtoxpoveS KAANIEPYEIEG EVOG OUYKEKPINEVOU HIKPOOPYAVIOUOU aTTo
OIOPOPETIKA CNUEIa TOU CWHATOG EVOC acBevr) TTou €ival pun dIaKPITA JE TV
EPAPUOYI MEBOOWYV TUTTOTTOINCNG > OTEAEXOC

T~

BaBuog opoldtntag =2 1o “emdnuIoAoyIKO”

KAwvog (=clone) : kaANigpyriuaTa 1Tou, av Kal KaAAIEpyRBnkav ¢EXwPIoTA aTTo
OIAPOPETIKES TTNYEG, TTEPIOXEC, XPOVIKEC TTEPIODOOUG, £XOUV OUOIa PAIVOTUTTIKA KAl
YOVOTUTTIKA XOPAKTNPIOTIKA —2> KOIVI) TTPOEAEUC

T~

BaBog ouyyéveiag > Trio “e5eNIKTIKS”



TYMNOMNOIHZH

QaIvoTuTTIKN r)/Kal YOVOTUTTIKI] avAAucn BaKTNPIOKWY KAANIEQYNHUATWY UE OKOTTO TNV
TTapaywyn atmmotuttwpartog (fingerprint) €101KO yia KABE OTEAEXOC 1] KAWVO 2>
TYTIOMNOIHZH=«AIAKPITH ETIKETA»

+ KATW a1rd 10 €TTiITTEDO €i0OC/UTTOEIDOG

+ N TUTTOTTOINON BIEUKOAUVEI TN d1adIKaaia TTPo0dIoPIOUOU «OPOIOTNTAG /OUYYEVEIOG» PETALU
KOAAIEPYNUATWY TTOU TTPOEKUWYAV:

_ g PAIVOTUTTIKN A/Kal YOVOTUTTIKI avaAuan BaKTnpIakwy KAAAIEQYNUATWY PE
OKOTTO TNV TTapaywyn atmoTuttwaTtog (fingerprint) €101KO yia KABE OTEAEXOGC 1
A Avo > TYMNOMOIHEH=«AIAKPITH ETIKETA»

* TTANPOYOPIEC YIa TPOTTO PETAdOONG PAKTNPIOU

 eUpeon reservoir (deCapevng) N eoTtia poAuvong

» EAEYXOC VIO cross contamination (emmiuoAuvon)

. -MoplaKK TUTTOMIOLNON = «ATOTUTIWLLOL» OE MOPLOKO ETMESO =2 AP OLTNTC
. Epyaleio otnv endnuLloloyikn emitnpnon kKat Slepevvnon ENONULWV

f

- -[Mavta cuvektipnon pe emdnuioAoyka dedopeva

* KAWVIKOTNTA



QDAINOTYNIKEZ MEOOAOI TYNOMNOIHZHZ

1. Bloturia
2. Opoturnonoinon
3. AuvottuTia

4. 'EAeyxXoC avTOXAG O& QVTLRLOTLKA

FTONOTYNIKEZ MEOGOAOI
Baoilovtal oto Baktnploko DNA
Avaluon DNA yovidlwpatog
AvaluvonmAooudiwy
PCR TEXVLIKEG

Whole Genome Sequencing based methods



DaIvoeTuTrog @ EUPAVION EVOC OPYAVIOUOU O€ CUYKEKPIMEVO TTEPIBAAAOV
0€ OX€ON ME KANPOVOMIKA XOPAKTNPIOTIKA

TOVOTUTTOG: N YEVETIK) oUOTAON £€VOG OpyaVIOUOU

PaIvoTUTTOG = YOVOTUTIOG + TTEPIBAAAOVTIKEG ETTIPPOEG™




Principle: Strain diversity

Principle: Strain diversity

Deletion event

7 / Host DNA
l Foreign DNA
Host DNA % Excised fragment

Insertion event

New Host DNA New Host DNA
Rearrangement event
|
Host DNA

| ] NeW HOSt DNA




Turnonoinon =2

* Mowihopopdia oteAexwv (eLocaywyn,
amokonn & avadiataén tunpatwyv DNA)
= aAAQYEC

* OL EMOMEVEC YEVIEC BaKTnplwv pHeETaPEPOUV
TIC AAAQYEC, MEXPL VO TTPAYUOTOTIOLNOEL VEQL
aAAayn (kAwvikotnta)



1.

2.

3.

FMATI TYNOMNOIOYME;

Ertitipnon Aotpwdwv voonuatwv
Alepgvvnon emdnuLwy
MeAEtn maBoyEvelag Kot Topelag Aoitpwéng

MeAETn yeVETIKN G BakTtnpLakol MAnBuopou




1. EmonuioAoyIKA emTAPNON AOINWOWYV voonuaTwy (surveillance)

OUOTNUATIKI Kal EEEAICOOUEVN dIadIKATI
OUAAoOYN G DEDOMEVWY,
QVOAUOEWYV OTTOTEAEOUATWY KOTAYPA®PH TAOEWY VOO HATWY
EPMUNVEIAG ATTOTEAEOUATWY oXEOIAOUOG KATAOTOANG

OIa0TTOPAC ATTOTEAEOUATWYV

ANWn HETPWV



H EMIAHMIOAOTIKH ENITHPHZH twv tpodLpuoyevwy Aotpwéewy eival toAu
ONUOVTLKO «OTIAO» YLO TNV tpooTacia tTn¢ dnuootag vyesiac.

H ouvexnic Kal cuotnuatik) cuAAoyr, avaAuon Kol EppNVeia OAWV Twv
dedopévwy mou adopouv otnv epdavion Kot EAMAWON TwV TPOPLUOYEVWV
TIAPAYOVIWV €ival anoapaitnteg dLadlkaoiec yla o oxedblacpo, tnv epappoyn
Kol TNV a§LoAoynon Twv MapeUPACEWV SNUOOLAG UYELOC LLE TEALKO OTOXO TOV
OLTLOTEAEOHLOTLKO EAEYXO TWV AOLLWOWV VOO LATWV.
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Nopadelyua...

Table 2.3.15. Salmonella serotypes most frequently

reported from EU/EEA countries in 2011 and percentage TSN T oo o o o
s 2151 2158 1% 2060 2161 2162 0652166 061 682069 2070 2111 212 213
change, 2010-2011

flid e #&C e fe TN

\ + " -
Serotype 2011 Change Clusteryoviboy oo knduommuoby fu 10 aviybva peomiavom Sabnonelia
2010° 204 19200
S. Enteritidis 34385 -6%
S. Typhimurium 19250 -9% L,4,[3], 12: i:>é
Q. Typhimurium, monophasic 1,4,5,12:i:° 3666 157%
- Infantis 1676 7% S. Typhimurium (1, 4, [5], 12:1: 1,2)
5. Newport 77 -8% S.Lagos (1,4, 5], 12:1:1,5)
S. Derby 704 6% S.Agama  (4,12::1,6)
S. Kentucky 559 -29% S. Farsta (4,12:1: e,nx)
S. Poona 548 135% S.Tsevie  (4,12:: e,n,z15)
S. Virchow 467 -32% S. Gloucester (1, 4,12, 27:1: Lw)
5. Agona 459 3% S. Tumodi (1, 4,12:1: 26)

Source: Country reports from Austria, Belgium, Cyprus, the Czech Republic,
Denmark, Estonia, Finland, France, Germany, Greece, Hungary, Ireland, Italy,
Latvia, Lithuania, Luxembourg, Malta, the Netherlands, Portugal, Romania,
Slovakia, Slovenia, Spain, Sweden and the United Kingdom.

* A separate serotype code for 5. Typhimurium, monophasic 1,4,5,12:i:- was

introduc gx ; ten countries reported cases with the new serotype code
in 2011 ci §4§3#2ith six in 2010.




26.5.2011 Official Journal of the European Union L 138/45

COMMISSION REGULATION (EU) Ne 517/2011
of 25 May 2011

implementing Regulation (EC) No 2160/2003 of the European Parliament and of the Council as

regards a Union target for the reduction of the prevalence of certain Salmeonella serotypes in laying

hens of Gallus gallus and amending Regulation (EC) No 21602003 and Commission Regulation (EU)
Nn 20002010

As regards monophasic Salmonella Typhimurium, serotypes with
the antigenic formula 1,4[5],12- shall be included in the

Union target.
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2 KAQNOI:

v lomavia -TéAn Tov 1990 , YoVidla avToynG o€
AMP-CHL-GEN-STR/SPE-SUL-TET-TMP -
[2TTANIKOXZ KAQNOX

v' A0 2000 KO HETA -4TAT}) avToyT) o€ AMP-
STR-SUL-TET =2EYPQITAIKOXZ KAQNOXZ
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Auénon monophasic Salmonella Typhimurium otnv EAAGSA...

100,0

S.Typhiurium
total

2013

W others M Enteritidis ™ Typhimurium " Monophasic Typhimurium
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SURVEILLANCE AND OUTBREAK REPORTS

Phenotypic and molecular characterisation of

multiresistant monophasic Salrnonella Typhimurium
(1,4,[5],12:i:-) in Greece, 2006 to 2011
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FIGURE 2

Pulsed-field gel clectrophoresis profiles identified in isolates determined as Salmonella monophasic Typhimurium
1.4.5.[12}::- (n=97) and S. biphasic Typhimurium {(n=18) by polymerase chain reaction, Greece, 2006-2011

Dice (Opt:0.50%) (Tol 1.59%-1.55¢) (H»0.0% 520.096) [0.0%-82.9%]
5 z !‘Jumbero‘f .
e 3 2 o Antigenic Type PFGE profile isolates (n) Source
=3 2 Rl g S S5
l. 3.4.15),12:121,2 Unnamed* (V) H
. 1.4.15),32:i:1.2 STYMXSBo0151 {8) F6H1IPG

l— N 1.4.05l.32:101,2 STYMXBo217 () H
. J : - ' . l 1.4.05)32:0:- STYMXBoo28 (D H
4: b ' 1.4.05).12:00,2 STYMXBoo13 (o) H
}* . 2.4.05)12:0:,2 STYMXBozo2 (V) H
- l‘ 2.4.05).22:in1,2 STYMXBooS87 () H
—_— 1.4.05), 222021, 2 STYMXBo161 (1) H
3.4.05),22:1:1,2 STYMxXBooio () H

— I 0 1.4.15],32:0: STYMXBooio (46) 7F 25H 14PG 1PL

." 3.4.15L22:0: STYMXBooro {18) 6F sH 1PG 6PL
4 . . 3.4.15).22:0: Unnamed* (2> H
. - e 'F F ] 2.4.15)22:0: Unnamed* (2) H
) B 1.4.05).22:0: Unnamed* (xC
2 ' i 1.4.05).32:i0: Unnamed* (0 F
Y : ) 3.4.05).32:0: STYMXBo132 (D H
- 1 B 1.4.15],32:0: STYMXBoos4 () F
[ { , ' 3.4.05).22:i: Unnameod* (U H
I ' ' 3.4.05).22:i: STYMXBoo83 (2) H
- A L ! B 1.4.05].12:0: STYMXBo131 (15) 32H 1PG 2P1

[— 'R 1.4.405),22z0:- STYMXBooS8o (2) F
__—‘— l ' ' 1.4.05)22:0: Unnamed"* () H
— | . 3.4.45)32:0:- STYMXBoz06 (x) F
- - . .' 3.4.05)32:8: Unnamed () H
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- According to our results, the main clone of monophasic Typhimurium (1,4,5,[12]:i:-)
circulating in humans in Greece is that of
phage type DT120,

R-type ASSuTSpTm and

PFGE profile STYMXB.0010.
This clone predominates among pig isolates as well, indicating that pigs may be a

reservoir of this clone in Greece. Clone of DT193, R-type ASSuT and PFGE profile

Figure 1. Differentiation of monophasic and biphasic Salmonella

STYMXB.0131, is predominant within several EUropean Cc rypimurium 145121 romother i srovars by poymerase hain

reaction

frequency in Greece.

-1389bp

- 1000bp

-> 250bp

-
-
!
| —
—
—
—
3 Ladder

Lane 1: other biphasic 1.4,[5],12:i serovar, (phase 2 (fIjB) flagellar gene-1,389 bp and
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fliB-fli4 intergenic region-250 bp, because of the lack of IS200 fragment),



2. Aigpeivnon €mdNUIWV

Emdnuia: 1TapodIk au¢non AOINWEEWV OTTO CUYKEKPIYEVO BaKTNPIOKO

€id00¢, AOyw augnuévng HETAOOONC OUYKEKPIMEVOU OTEAEXOUC

Turrorroinon: apIBUo oTEAEXWV
apXIKN €0Tia
TTopEia perddoong

QATTOTEAECUATIKOTNTA UETPWV EAEYXOU



NMAPAAEITMA

-2enTéEUPpIog 2006 o€ 26 MNMoAiteieg Twv HITA = Tpo@ipoyevrg emodnuia ammdé VTEC 0157:H7

- EVOXOTTOINONKE OUOKEUAOUEVO WHO oTTavakl (baby spinach)

- voonoayv : 199 aroua, 31: HUS, 3 6avarol

- TO TTAUCIUO OXI ETTAPKEC = JOAUVON OTO OTTAVAKI ECWTEPIKA aTTd TN pPila

- TNYN: (YEITOVIKA OTO XWwPAPl) JOAUCUEVA ayployoUupouva - KOTTPAVA = YEITOVIKA BOO0EION
- €0a@o¢

- ETMPAVEIOKA VEPA
-MLVA & PFGE—> ouykpion oteAexwyv atrd ayployoupouva,

Boo&IdN,£00P0¢, ETIPAVEIOKA VEPA & aTTO AvBpwTIO 2>

UWnAOG TTO00OTO OMOIOTNTAG

Emerging Infectious Diseases, 13(12):1908-09. E. Coli 0157:H7

in feral swine near spinach fileds and cattle,central California coastal.

M; Jay &1al.


http://en.wikipedia.org/wiki/Image:Spinach_outbreak_map.PNG
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Final presentation and evaluation of epidemiological
findings in the

EHEC O104:H4 Outbreak

Germany 2011
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MNumber of cases reported to the WHO as for 21 July 201 Ay

Country %+ Deaths = HUS cases = Mon-HUS cases =
— A s tria o 1 4
HaE TCanada o [1] 1
e T=zech Republic |0 4] 1
EEm Denmark 0 10 15
B B France o T 10
N S er Ay A8 857 307a
= Greece o 4] 1
— Luecembourg (u] 1 1
_— MNetherlands 0 4 il
= Monway lu} 1] 1
s Poland a 2 1
_—_— Spain o 1 1
e Swedeaen 1 12 35
Swritzerland ] 5 (4]
Ei= United Kingdom | 0O = . 5
B Linited States 1 4 2
Total S50 903 3,167

Outpa fenugreek
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ROBERT KOCH INSTITUT OEAFAE

EHEC O104:H4

Eigenschaften des Erregers sowie Hinweise und Hilfestellungen des

RKI zur Diagnostik des gegenwartig zirkulierenden Ausbruchstammes
(1. Veroffentlichung: 26.5.2011; Aktualisiert: 24.6.2011)

Eigenschaften des Erregers

Bei dem in dem gegenwartigen Aushruch (Mai/Juni 2011) zirkulierenden E. coli Stamm handelt es
sich um einen pathogenen Vertreter von

- E. coli Serovar 0104:H4.

Er vereinigt Merkmale Shigatoxin-bildender E. coli und enteroaggregativer E. coli:

EHEC Merkinale:

Shigatoxin 1: - (negativ)
- Shigatoxin 2 (vix2a) : + (positiv)
- Intimin (eae) : - (negativ)

- Enterohamolysin : - (negativ)

EaggEC Merkmale (EaggEC Virulenzplasmid):

aatA-PCR: + (positiv) (ABC-transporter protein gene)
- aggR-PCR: + (positiv) (master regulator gene of virulence-plasmid genes)
- aap-PCR: + (positiv) (secreted protein dispersin gene)
- @yyA-PCR + (pusiliv) (AAFA-fimbral subunil-gene) #
- aggC-PCR: + (positiv) (AAF/-fimbral operon-gene) #
- astA-PCR - (negativ) (enteroaggr. E. coli heat-stable enterotoxin (EAST-1) gene)§

# Unterschied zum O104:H4 Stamm HUSEC041 (www.ehec.org)/(RKI-01-09591), welcher Fimbrien des
Typs AAF/IIl bildet (Prager R., Fruth A, and Techape H., poster abstract XX, EHEC Workshop 2007).

§ Unterschied zum O104:H4 Stamm HUSEC041 (www ehec.org)/(RKI-01-09591), welcher astA-PCR
positiv ist

Vergleichbare Stamme wurden bisher insgesamt selten und als solche primar beim Menschen
el iesen (s, Literatur am Ende des Beiliages).
16/6/2017 ’

MLST Sequenztyp: ST678 (adk 6, fumC86, gyrB S, icd 136, mdh 9, purA 7, recA 7). (**)




Ampicillin
Amoxicillin/Clavulanséaure
Piperacillin/Sulbactam
Piperacillin/Tazobactam
Cefuroxim
Cefuroxim-Axetil
Cefoxitin

Cefotaxim

Cetfazidim

Cefpodoxim

Imipenem

Meropenem

Amikacin

Gentamicin

Kanamycin

Tobramycin
Streptomycin
Nalidixinsaure
Ciprofloxacin
Norfloxacin

Tetracyclin
Nitrofurantoin
Trimethoprim/Sulfamethoxazol
Chioramphenicol
Fosfomvcin

QRO RO I ROROR IR IRORORORORORO R i Re iR R B B i e e

zu einer antimikrobiellen Therapie nahelegen sollen !)

3

Der Stamm weist folgende Antibiotikaresistenzen auf. (Wir weisen ausdriicklich darauf hin,
dass diese Angaben nur der Charakterisierung des Stammes dienen und ke i ne Indikatior

26 May



FIGURE

PFGE profiles (Xbal and Binl) of Escherichia coli 0104 compared with four isolates from the outbreak of haemolytic
uraemic syndrome in Germany, May to June 2011

PFGE-Xbal PFGE-Binl Year Country Pathotype
8 & 5%3%828 323 & RA%ERE 99
——aaa ) L) 1 ] U]
. 2011 Denmark EAggECVTEC
| 2011 Denmark EAggECVTEC
2011 Germany EAggECVTEC
2011 US EAggECVTEC
2009 Georgia EAggECVTEC
' 2009 Mali EAggEC
2010 Finland EAggECVTEC
: 2009 Georgia EAggECVTEC
2009 Mali EAggEC
, 2009 Mali EAggEC
C— 2000 Denmark EAggEC
2009 Mali EAggEC
' 2001 C. African Rep. EAggEC
_: ' 2009 Mali EAggEC
2009 Mali EAggEC

C. African Rep: Central African Republi; CDC: Centers for Disease Control and Prevention; PFGE: pulsed-field gel electrophoresis; RKI: Robert
Koch Institute; US: United States.

PFGE profiles (Xbal and Binl) using the E. coli non-0157 PulseNet gtotocol (www.pulsenetinternational.com). Dendrogram based on analysis
of the Xbal profiles. All isolates are EAggEC 0104:H4 with and without stx2/vix2 gene. German outbreak isolates are from patients infected
in May 2011 in Germany and diagnosed in Denmark, the US (profiles provided by PulseNet, US CDC) and Germany (strain provided by RKI,
Germany). 0104:Hg isolates from Mali are from children with and without diarrhoea.

www.eurosurveillance.org 3
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The sequence data indicate that the patient's isolates probably did not arise from an EHEC pathogen, but rather from a germ called EAEC (entero-aggregative
Escherichia coli). This germ is able to attach particularly strongly to the epithelium. It then forms cell aggregates and initiates its normal, pathological programme.
More than 96 percent of the genetic material of the Hamburg isolates are identical to that of an EAEC strain. The pathological potential of the EAEC germ has
increased significantly by acquiring a special gene from other E. coli strains, such as EHEC, by means of bacterial viruses (phages) and integrating it into its own
chromosome. This gene produces the so-called Shiga toxin, which originates from the pathogen causing shigellosis. It is a toxin which may trigger the haemolytic
uraemic syndrome (HUS), namely blood decomposition, as well as complications, such as renal failure. This combination makes the bacterium dangerous: Its cells
probéWﬁfrthﬂa?ge plaques in the intestine by attaching and aggregating, and this cell mass then produces a highly active poison. In addition, a so-called
resistance plasmid protects the germ from a wide spectrum of antibiotics.



@ Fenugreek= Trigonella graecium

@ Aev anopovwOnke Tto ULKPOLLO amd tpodLUo
—> ETEPOYEVIC KaTavoun UikpoPlou oe StadopeTIKEC aPTIOEC
= XauNAO pKpoPLako poptio otouc omopouc (mMoANATAACLAOTNKE KOTA T $UTPWON)
= XONAN TIEPLEKTIKOTNTA VEPOU OTOUC OTIOPOUG, TO MIKPOPLO elval stressed

@ Emdnuiec> strong evidence (Loxupn €vdelln) # weak evidence (advvapun €voeitn)
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On September 28th, the Dutch Food and Consumer Product Safety Authority
announced the recall of smoked =almon manufactured by Foppen Paling en
Zalm and =old through major supermarket chains, including &Aldi and &lbert Heijn.

On Cctober 1st, the Netherlands issued an alert through the EU Rapid alert System fo
Food and Feed, notifying member countries that a sample of smoked salmon
originating from Greece was contaminated with Salmonells Thompson.
Associated Press reports that the contaminated smoked salmon was processed at
Foppen's factory in Greece.

Foppen has initiated a recall of the following products, sorted by retailer:
Albert Heijn

+ AH smoked salmon cubes. EAN: 8710400130574

+ AH smoked salmon. EAN: 8710400383932

+« AH smoked salmon. EAN: 8718265066315

+ AH salmon sandwich slices. EAN: 8710400383956

+ AH hot smoked salmon. All

+« AH salmon salad. EAN: 8718265473072

+ Euro Shopper smoked salmon. EAN: 8712224125903

+ AH Excellent Scottish salmon fillet. EAN: 8710400383970
+ AH Excellent salmon season. EAN: 8718265473164

+ AH Excellent smoked salmon fillet. All

+ AH pure & honest Sockeye salmon. EAN: 8710400828101

Aldi

+ Smoked salmon fillet. 200 grams; EAN: with number 23066250 GB-
6115EG; Foppen Eel and Salmon on back of package

Hema

16/6/2017

Eridnuia Salmonella
Thompson otnv
OM\avbia (2012), amo
OOAWMO TIOU
eneepyaletal o

EPYOOTACLO OTNV
EAAGSQ



Dice (Opt:0.50%) (Tol 1.5%-1.5%) (H>0.0% 5>0.0%) [0.0%-85.6%)
PFGE_Monoph. PFGE_Monophasic

8 8% § g33: g & & 88 §38 8 o3°%as
I L 2 S S O A G el I A T T g ¢
8 ¥¢ Al ' 336/12 HU 1012 6,7k15
e X . ! 336/12 HU 1012 67k15
R Outbreak Netherlands 6,7k15
| || Outbreak Netherlands 6,7k1,5
From: Mewpyio Movinhopd <gecrgia. mandilaraf@esdy. edu.gr=
To: <Max. Heck@rivm.nl=, <Wilfrid.van.Peti@rivm. nk=,
Cc: "Mellou Kassian™ <melloui@keslpno. gre=, "Alkis Vatopoulos™ <gvatopoulosi@esdy. edu.gr=, <georgiamandilarai@amail. coms

Drate: 1012012 11:03 AN
Subject: FWW: 5. Thompson

Cear Wilfrid and Mazx,

| send you attached the dendrogram (GelCompar) correlating 5. Thompson strains.
We included the PFGE pattern of the cutbreak strains in the Nethehrlands [EPIS) using the molecular weights of the 5.
Braenderup bands and aligned them with ours.

It seems that the 5. Thompson strain isolated from the employee in the factory in Preveza and the outbreak strains in the
Metherlands are indistinguishable by PFGE.
We are at your disposal for any further information.

16/6/2Q17
/ /F' ease confirm the receipt of this e-mail.
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® Greece - Contributor.

Browse Georgia MANDILARA ~

ECDC Epidemic Intelligence Information System )
Extranet | EPIS FWD Food- and Waterborne Diseases and Zoonoses All Sites M R

| urgent Inquiries

EFIS = FWD > Urgent Inquiries
Open urgent inquiries

Open urgent inquiries All urgent inguiries Closed urgent inguiries

[ ] uro Title Created Country or Pathogens Mumber Modified
institution of posts

UI-192 Hepatitis A cases with travel histgr‘.lf DBJ‘D EIED 1303:36 PM Germany hEFIEIﬁﬁS A wirus 18 Dq'll"ﬂ 3;20 1405:51PM
to northern Italy

1JI-240 Salmonells Cotham: Request for 26/02/2014 09: 23 PM United States Samonella spp. 12 04/03/201403:44FM
Information

UI-237  EHEC O157in Finland 11/02/2014 08:33 AM Finland verotoxigenic Escherichia coli 11 28/02/201406:36 PM

UI-241  Increasein arare type of Listeria 23/02/2014 11:33 aM United Listeria monocytogenes (| 28/02/2014 11:33 AM
monocytogenes in the United Kingdom Kingdom

UI-235 Report from Ireland of ciprgﬂgxacin ID.'ID 2,."10 1404:33 PM Ireland ShIgE"EI sonnei 3 2|:|I|"|:| 2,."20 14 10:48 AM
resistant Shigella sonnei

UI-238 Increase in cases with Yersinia 12;'02,.’10 1405:26 PM Morway Yersinia enterocolitica 5 l?ll"l:l 2,.’20 14 03:58 PM
enterocolitica 0:9 in Morway

UI-239 Increase in Denmark of 5. Enteritidis 13/02/2014 01:31PM Denmark Salmonella enteritidis 5 14/02/2014 02:05 PM
with & rare MLVA type

wl L iete M lemamtlnmonriac fALT rmamtlnmoireae acme
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3. MeAéTn TraBoyévelag Kal Tropeiag Aoipwing

. TUTTOTTOINON: TTopEia Aoipweng o€ Evav aoBevi*

4. MeAETN YEVETIKAG BAKTNPIOKOU TTANBUOHOU

. TUTTOTTOINON: O€ MEYAAO apIOUO KAAAIEPYNUATWY ATTO OIQPOPETIKEG TIPOEAEUCEIC =2
dopn BakTnpliakou TTANBUCOHOU pEoa o€ €va €i00C—> PUAOYEVETIKEC UTTODEOEIC

MNapdadeyua:

« PFGE Pseudomonas aeruginosa =2 20%-60%(J.0. 35%) opoIoTnTa NETAEU
MN OXETICOPEVWYV OTEAEXWV

= >80% opoidtTnTa NETAEU OTEAEXWYV idlOU KAWVOU
« Acinetobacter = >50% opoidtTnTa NETAEU oTEAEXWYV idloU €idouC

80% opoloTNTa HETACU OTEAEXWV TOU idIOU KAWVOU
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A clonal agent, e.g., Salmonella:
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The really complex situation:
Campylobacter !




Tunonoinon
A€ onuaivelr:

e «Taiplaopo»: 6& onuaivel otl
ouvoeovtal ZITOYPA

* «Mn Tailpltoopo»: 6 onupalvel ott
AEN ocuvdeovtal ZITOYPA
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EM®ANIZH NEOY OPOTYNOY
SALMONELLA ENTERICA SUBSPECIES ENTERICA
2THN EANAAA
EPTAZTHPIAKA AEAOMENA,



T
Y
"
/-4

World Health

WHO Collaborating Centre for Reference
and Research on Salmonella

ANTIGENIC FORMULAE OF THE
SALMONELLA SEROVARS

2007

9th edition

Patrick A.D. Grimont & Francois-Xavier Weill
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Organization Institut Pasteur

I S. enterica subspecies enterica
11 S. enterica subspecies salmonae
IIla S. enterica subspecies arizonae
I1Ib S. enterica subspecies diarizonae
v S. enterica subspecies houtenae
VI S. enterica subspecies indica
4

i ™
O antigen Flagella

Salmonella Typhimunum \

- 2,541 serotypes in 2002

-> 10-20 new recognized serotypes each year



) Greece - Public Health Sedtor (PH)

Geongia Mandilara ~

tranet E PI S Fw D E:Jll-ﬁl Illrlt'p'Jlu:u-l le 1 I:-. 1:|lf .lu I .I' Joonoses Search this site... 2

Open urgent inquiries

Open urgent inguiries All urgent inguiries Closed ungent inguiries

LI ID Title Creatad Country/ Pathogens Mumbser Maodified
Instibution Role of pasts
U367  Inoesse of Salmonells Entertidis 26/08/2016 12:31 PM Hetherlands Salmonella Enteritidis 20 06/03/2017 10:37 AM
[MLWA 02-05-07-03-02) in the
MNetherdands
LI-357 Cluster of HAV infections assodated 31/01/2017 10:31 AM Metharands hepatitis & virus F 06032017 10:18 AM

with MSM, Netherands 2016-2017

UI-358 E|ght cases of Salmonella spp. Wwith 10/05/2016 12:42 PM Greece Salmonella SPP. 16 22/02/2017 02:17 PM
antigenic type 11:741:enz15, isolated
in April 2016

LI-389 Cluster of hapatitis & with identical 06122016 05:54 PM Unit=d hepatitis & virus 15 271022017 03:43 PM
= A& viral RMA = Kingdom

Ur-333 Increzss in Salmonella Bovismorbificans 10/01/2017 05:55 PM MNetherzands Salmonella Bovismorbificans 17 25/02/2017 03:06 PM
cases in the Netherdands

UI-358  Eght cases of Salmonella spp. with 10/05/2016 12:42 PM P— Salmanellz spp. 16 72{02{2017 02:17 PM
antigenic type 11=41serz1S, isolated in

LI-z42 Increasad isolation of L. ma snes 22012016 10:04 PM Ttahy Listzria monocytogenss 1z 21022017 04:31 PM
1/2a stains with an unusual PEGE profile
from patients in Central [ta

LI-385 Cuthreak of Salmonells Enteritidis PT 08/11/2016 04:30 PM Unitad Salmonella Enteritidis 12 20/02/2017 05:59 PM
59, MLWA Type 2-12-7-3-2 in Scotland Kingdom

UI-336 Salmonella enteritis MLVA profile 3-10- 23/01/2017 10:01 AM Swadan Salmonella Enteritidis 12 07/02/2017 02:24 PM
E-4-1

UI-3B8  Inmeace in Salmonella Stourbridge 22/11/2016 04:36 PM Germany Salmanellz spp. 20 07022017 02:00 PM
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B EAAaSa—> dnAwon cluster (22 kaAAiepynpata, Maptiog 2017-Mdaptiog 2017)
kpovopatwv Salmonella spp. pe aviyoviko tumo touv AEN KATAFTADETAI oto
White-Kauffmann-Le Minor-scheme:

E BloxnUkeg dlotnteg =2 S. enterica subsp. enterica / evaloBnta os 16 e€stalopeva
avTLBLOTIKA

B PFGE tUmo¢ = MAVOMOLOTUTIOC

B amootoAn 3 kaAAlepynuatwy oto Pasteur Institute , Mapiclt> emiPefaiwon véou
OPOTUTIOU TTOU OLVIKEL OTO UTIOELSOC S. enterica enterica.

E kpouopata Kuplwc armo Attikr) / 15 ano avopeg, 7 amo yuvalkeg

E  esrudnuiodoyikn Stepelivnon =2 Katavailwon tayivi
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Figure 1. PFGE profile of the 10 S. enterica enterica isolates with antigenic type
11:z,,:e,n,z,c => Xbal.2460
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® Greece - Public Health Sector (PH)

Georgia Mandilara -
ECDC Epidemic Intelligence Information System o
Extranet ‘ EPIS FWD Food- and Waterborne Diseases and Zoonoses Search this site.., P

‘News | Molecular Typing Cluster Investigations | NI/ {8 (11111125

EPIS = FWD = Urgent Inquiries = Eight cases of Salmonella spp. with antigenic type 11:z41:enz15, isolated in April 2016

Urgent inquiry: Eight cases of Salmonella spp. with antigenic type 11:z41:enz15, isolated
in April 2016

Epidemiological and microbiological information

UTID: UI-358 | Country/ Institution/ Role: Gresce Disease: salmonellosis Pathogens: Salmonela spp.

‘ﬁ Display geographical distribution of cases ‘

ECDC Summary

|

8 March 2017 (new info)
Launched on 10 Mav 2016
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m Toeyia kat Feppavia kot Aouv€epBolpyo =2 161o PFGE tumo pe EAAadac Xbal.2460
m Meppavia 2> 10 kpovopata—> 4 oxetilovral pe EANada (taéidt otnv EANGSa / emioken

ano EAAnva cuyyevr)) + amopovwon ocaApoveANag Kot amo deiypa tpodipou (covoaut)

B KoaAALepynpata anod EAAGda, M'eppavia, Tosxio = npodiA, Baocslt Whole
genome sequencing based pebodo (core genome Multi Locus Sequencing Type, cgMLST) -

B taptida covoaplol =2 mopaxdnke Autikn) Adpikr), cuykoudric 2015, slonxOn Mepuovia
neow EAAGSacg. First trace-back analysis of the contaminated food showed that
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Notification details - 2017.0221

Salmonella enterica (11:z41:e,n,215 /25g) in peeled sesame seeds from unknown orig

Reference:

Notification date:

Last update:

Notification from:

Classification

Risk decision

Hazards

Substance [ Hazard

Salmonella

2017.0221

22/02/2017

23/02/2017

Germany (DE)

alert

serious

Category

Notification type:
Action taken:
Distribution status:
Product:

Product category:

Published in RASFF
Consumers' Portal

pathogenic micro-organisms

Countries/organisations concerned (o = gistribution, 0 = origin)

Germany (MY

European
Commission

European Commission » RASFF Portal

RASFF Portal

food - alert - company's own check
return to consignor

no distribution from notifying country
peeled sesame seeds

nuts, nut products and seeds

has never been published

Analytical result Units

11:z41:e.n,215 1259

, via Greece

Sampling date

19/10/2016



Ger_3 - 1

Ridom SeqSphere+ MST for 13 Samples hased on 2115 columns, no missing values

Distance based on columns from 5. enterica caMLST 2143 targets LTZ (2108), 5. enterica MLST (7}
Comparisan Tahle definition: Sspl_11_z41_enzlsa

Comparisan Tahle created: 21.02.2017 16:02

Task Termplates: 8. enterica caMLST 2143 targets LT2, 5. enterica MLST, 8. enterica Accessary 2201 targets LT2
Far citing correctly in publications the tools used far this analysis see menu Help | Citations.

Grouped by column "Cauntry of Isolation”
() Czech Republic

() Germany

() Germany_food

O oreece16/6/2017

CzR_2
CzR_3
Ger_2
Ger_4
Ger_5
Ger_food
Greece_1
Greece 2

Ger_6

Ger_1



NEog opOTUTIOC: S. enterica enterica

$

O TLo KOVTLVOC «yeiltovac» =2 S. enterica enterica ser. Maastricht
( ) = anopovwOnke ano toyive to 2013 otig HMA

=2 161o¢ MLST-7 tumnoc, aAAa Stadopéec os 777 cgMLST loci !
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RAPID RISK ASSESSMENT

Cluster of new Sa/monella serotype cases with
antigenic formula 11:z41:enz15 in four EU
Member States

CONFIDENTIAL
17 March 2017

16/6/2017



@ EpyaotnpLOKn EmTRpnon = aviyxveuon avolytig eménpiog caApovéAAwong
@ Erudnuoloyika + Epyaotnploaka dedopéva = mpootacia SnuooLog vyelag
@ Whole genome sequencing-based pébodoL 2 P SLakpLTIK LKAVOTNTA = TILO

aodaAn cupmEpACHATA

@ dpeon enkolvwvia epyaoctnpiwv avadopdc + vnnpeoieg emdNULOAOYLKNC
grtnpnong + ECDC = BEAtota amoteAEéopata



